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Evaluation of maize inbred lines for drought tolerance at vegetative stage 

27  Peter Muth, Technical University of Munich  

Wouter Vahl; Markus Herz; Eva Bauer; Chris-Carolin Schön; Stanislav Kopriva; Caroline Gutjahr 
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36  Dusan Stanisavljevic, Institute of Field and Vegetable Crops Novi Sad  

Vojka Babić; Miroslav Zoric; Sanja Mikic; Bojan Mitrovic; Natalija Kravic; Violeta Andjelkovic 
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